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1 Overall quality at a glance (i)

The reported resolution of this entry is 2.90 A.
There are no percentiles available for this entry.

MolProbity and EDS were not executed - the sequence quality summary graphics cannot be
shown.
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2 Entry composition (i)

There are 3 unique types of molecules in this entry. The entry contains 588120 atoms, of which 0
are hydrogen and 0 are deuterium.

In the tables below, the ZeroOcc column contains the number of atoms modelled with zero occu-
pancy, the AltConf column contains the number of residues with at least one atom in alternate
conformation and the Trace column contains the number of residues modelled with at most 2
atoms.

e Molecule 1 is a protein called Capsid protein.

Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 AA 185 fzgaél 931 211\118 2(7)3 ZSL 0 0 0
1 AB 189 fzt;{l 9(1j5 21;]3 2(7)8 g 0 0 0
L] AC w7 | e 1(519 301 3(1)6 g ! ! !
1 AF 185 qu?lgzl 951 2128 2(7)3 ZSL 0 0 0
L | AG 189 L o152 218 o 0 0 ;
L | Al 27| o s0a a1 s 0 0 0
1 AK 185 ?Zgzl 9(51 2128 2(7)3 ZSL 0 0 0
L] AL 189 L o132 a8 o 0 0 0
1 AM 217 ?((;6711 1(519 31;)14 3(1)6 g 0 0 0
1 AP 185 rfzg(iil 9(()31 2128 2(7)3 ZSL 0 0 0
1 AQ 189 ?Z;l 9(135 215\)13 2C7)8 § 0 0 0
! AR 217 111216711 10(319 31(\)I4 3(1)6 g 0 0 0
! AU 185 ?Zgzl 9(51 2128 2(7)3 ZSL 0 0 0
! AV 189 ?Z‘;l 9(135 21§3 2(7)8 g 0 0 0
! AW 217 r{?i’tYZl 1(519 31(\)14 3?6 g 0 0 0
! AZ 185 1112);8(;1 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
L Aa 189 ?ﬁl 9(135 2?3 2(7)8 g 0 0 0
1 Ab 217 ?gt?il 1(519 31(\)14 3(1)6 g 0 0 0
L Ae 185 fZZZI 931 21:1]8 2(7)3 zSL 0 0 0
1 Af 189 Tl‘(é)l);l 9(135 21213 2(7)8 g 0 0 0
L Ag 207 ??711 1(519 31(\)I4 3(1)6 g 0 0 0
1 Al 185 Iljztzaél 931 2128 2(7)3 zSL 0 0 0
L] Ak 189 L o152 218 8 0 0 ;
LAl 27| ok s0a a1 s 0 0 0
! Ao 185 112;31 9(51 2128 2(7)3 zSL 0 0 0
L] Ap 189 1122? 9(135 21;3 2(7)8 g 0 0 0
1 Aq 217 112211 1519 3154 3(1)6 2 0 0 0
1 At 185 ?Zgél 9(51 2128 2C7)3 ZSL 0 0 0
1 Au 189 11‘21;1 9(135 21;]3 2C7)8 § 0 0 0
! Av 217 ??711 1519 31(\)14 3(1)6 g 0 0 0
! Ay 185 ?ZZZI 9((;1 2128 2(7)3 zSL 0 0 0
L Az 189 ?Zgil 9(135 2?3 2(7)8 g 0 0 0
! Al 217 112?711 1(519 31(\)14 3(1)6 g 0 0 0
1 Ad 185 E‘Zgg 9%1 2128 2(7)3 ZSL 0 0 0
1 A5 189 rl;zt;il 9(135 21§3 2(7)8 g 0 0 0
1 AG 217 ?gt;ll 1(519 31(\)14 3(1)6 g 0 0 0
1 BA 185 E‘Zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 BB 189 fztsil 9C115 21213 2?8 g 0 0 0
1 BC 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
1 BF 185 fzgaél 951 211\118 2(7)3 ZSL 0 0 0
1 BG 189 qu(é)l;l 9(1j5 21213 2(7)8 g 0 0 0
1| BH 27| ok a0n a1 s ! ! !
1 BR 185 qu?lgzl 951 2128 2(7)3 ZSl 0 0 0
1| BL 189 1 o1 23 078 3 0 0 !
1| BM 27T 0 a1 a6 s 0 0 ;
1 BP 185 ?Zgg 9(51 2128 2(7)3 ZSL 0 0 0
L] BQ 189 1122? 9(135 21;3 2(7)8 g 0 0 0
1 BR 217 ?gt?zl 1(519 31(\)14 3(1)6 2 0 0 0
1 BU 185 F{Zgg 9(51 2128 2(7)3 ZSL 0 0 0
1 BY 189 F{Z;l 9(135 215\}3 2C7)8 g 0 0 0
! BW 217 ??711 1029 31(\)14 3(1)6 g 0 0 0
! Bz 185 r{éol;%l 9((;1 2128 2('?3 ZSL 0 0 0
! Ba 189 ?Zgil 9(135 2?3 2(7)8 g 0 0 0
! Bb 217 112?711 1(519 31(\)I4 3(1)6 g 0 0 0
L Be 185 fﬁit{él 9%1 2128 2(7)3 zSL 0 0 0
1 B 189 1112;1 9(135 21§3 2(7)8 g 0 0 0
! Be 217 ??711 1(519 31(\)I4 3(1)6 g 0 0 0
1 B] 185 ?Zt;él 9%1 2128 2(7)3 i 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 Bk 189 fztsil 9C135 21213 2?8 g 0 0 0
1 Bl 217 fg;zl 1(519 31(\)I4 3(1)6 g 0 0 0
L Bo 185 fZZZI 931 21:1]8 2(7)3 zSL 0 0 0
L Bp 189 ?311;1 9(1j5 2?3 2(7)8 g ! ! ;
L] Ba 27| ok a0n a1 s ! ! !
L B 189 Iljztzaél 931 2128 2(7)3 zSL 0 ! 0
1| Bu 189 1 o1 23 078 3 0 0 !
L By 27T 0 a1 a6 s 0 0 ;
1 By 185 112;31 9(51 2128 2(7)3 zSL 0 0 0
L be 189 1 o1 23 078 o 0 0 ;
1 Bl 217 ?gt?zl 1(519 31(\)14 3(1)6 2 0 0 0
1 B4 185 ?Zgél 9(51 214\58 2(7)3 ZSL 0 0 0
1 B5 189 ?Z;l 9(135 215\}3 2C7)8 g 0 0 0
! B6 217 ?2;11 10(319 31(\)14 3(1)6 g 0 0 0
! CA 185 r{éol;%l 9(51 2128 2('?3 ZSL 0 0 0
! CB 189 rféolgil 9(135 2?3 2(7)8 g 0 0 0
! cC 217 1112;11 1(519 31(\)14 3(1)6 g 0 0 0
1 CF 185 E‘Zgg 9%1 2128 2(7)3 ZSL 0 0 0
1 cG 189 F{Ztﬁl 9(135 21§3 2(7)8 g 0 0 0
1 CH 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
1 CK 185 r{‘zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 CL 189 fztsil 9C135 22]3 2?8 E 0 0 0
1 CM 217 ?g;?ll 1(519 31(\)I4 3(1)6 g 0 0 0
1 cP 185 fzgaél 951 211\118 2(7)3 ZSL 0 0 0
1 cQ 189 qu(é)l;l 9(;5 2?3 2(7)8 g 0 0 0
L] CR 27| ok a0n a1 s ! ! !
1 U 185 qu?lgzl 931 2128 2(7)3 ZSl 0 0 0
L] o 189 1 o1 23 078 3 0 0 ;
vew |oar | e a s 0 0 0
1 ¢z 185 112;31 9(51 2128 2(7)3 ZSL 0 0 0
1| Ca 189 1 o1 23 078 o 0 0 0
1 Cb 217 112;11 1(519 31(\)14 3(1)6 2 0 0 0
1 Ce 185 ?Zgz’l 9(51 2128 2(7)3 zSL 0 0 0
1 cf 189 ?21;1 9(135 215\)13 2C7)8 g 0 0 0
! Ce 217 ??711 1519 31(\)14 3(1)6 g 0 0 0
! C] 185 ?ZZZI 9((;1 2128 2(7)3 zSL 0 0 0
! Ck 189 rféolgil 9(135 2?3 2(7)8 g 0 0 0
! Cl 217 1112?711 1(519 31(\)14 3(1)6 g 0 0 0
L Co 185 fﬁit{él 9%1 2128 2(7)3 zSL 0 0 0
1 Cp 189 ?Zt;{l 9(135 2?3 2(7)8 g 0 0 0
1 Ca 217 ??711 1(519 31(\)I4 3(1)6 g 0 0 0
1 Ct 185 E‘Zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 Cu 189 ?ﬁl 9(135 2?3 2(7)8 g 0 0 0
L v 217 ?ggil 1(519 31(\)I4 3(1)6 g 0 0 0
1 Cy 185 fZZZI 931 21:1]8 2(7)3 zSL 0 0 0
L Cz 189 ?311;1 9(1j5 2?3 2(7)8 g ! ! ;
o 27| ok a0n a1 s ! ! !
1 4 185 qu?lg?il 931 2128 2(7)3 ZSl 0 0 0
L] o 189 1 o1 23 078 3 0 0 !
L] 8 27T 0 a1 a6 s 0 0 ;
1 DA 185 ?Zgg 9(51 2128 2(7)3 ZSL 0 0 0
| DB 189 1 o1 23 078 o 0 0 ;
1 be 217 112211 1(519 31(\)14 3(1)6 2 0 0 0
1 DF 185 ?Zgél 9(51 214\58 2(7)3 ZSL 0 0 0
1 bG 189 F{Z;l 9(135 215\}3 2C7)8 g 0 0 0
! bH 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
! DK 185 rféol;%l 9(51 2128 2('?3 ZSL 0 0 0
! bL 189 r{?lgil 9(135 21§3 2(7)8 g 0 0 0
! bM 217 1112211 1(519 31(\)14 3(1)6 g 0 0 0
1 bp 185 E‘Zgg 9%1 2128 2(7)3 ZSL 0 0 0
1 bQ 189 111228{1 9(135 21§3 2(7)8 g 0 0 0
1 DR 217 ?gt;ll 1(519 31(\)14 3(1)6 g 0 0 0
1 bu 185 E‘Zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 bv 189 ?i;l 9C135 21213 2?8 E 0 0 0
1 bw 217 ?g’t?il 1(519 31(\)14 3(1)6 g 0 0 0
1 bz 185 fzgaél 951 211\118 2(7)3 ZSL 0 0 0
L Da 189 ?311;1 9(1j5 2?3 2(7)8 g ! ! ;
1| Db 27| ok a0n a1 s ! ! !
! De 189 Iljztzaél 931 2128 2(7)3 zSL 0 0 ¥
L o 189 1 o1 23 078 3 0 0 ;
L] Ds 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
1 D] 185 ?Zgaél 9(51 2128 2(7)3 ZSL 0 0 0
1| Dk 189 1 o1 23 078 o 0 0 0
1 bl 217 112211 1(519 31;)14 3(1)6 g 0 0 0
1 Do 185 ?Zgz’l 9(51 2128 2(7)3 zSL 0 0 0
1 Dp 189 11‘21;1 9(135 21;]3 2C7)8 § 0 0 0
! Dq 217 ??711 1519 31(\)14 3(1)6 g 0 0 0
! bt 185 r{éol;%l 9(51 2128 2('?3 ZSL 0 0 0
L Du 189 ?Zgil 9(135 2?3 2(7)8 g 0 0 0
! bv 217 ?6);11 1519 31(\)I4 3(1)6 g 0 0 0
1 Dy 185 fﬁit{él 9%1 2128 2(7)3 zSL 0 0 0
L bz 189 ?Zt;{l 9(135 2?3 2(7)8 g 0 0 0
1 bl 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
1 b4 185 E‘Zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 D5 189 fz;l 9C135 22]3 2?8 § 0 0 0
1 D6 217 ?gt?il 1(519 31(\)14 3(1)6 g 0 0 0
1 EA 185 fzgaél 931 211\118 2(7)3 ZSL 0 0 0
1 EB 189 qu?lgail 9(;5 22]3 2(7)8 g 0 0 0
L] EC 27| ok a0n a1 s ! ! !
1 B 185 qu?lgaél 951 2128 2(7)3 ZSl 0 0 0
L | EG 189 1 o1 23 078 3 0 ! !
b EH 27T 0 a1 a6 s 0 ! ;
1 ER 185 112;31 9(51 2128 2(7)3 ZSL 0 0 0
1| EL 189 1 o1 23 078 o 0 ! ;
1 EM 217 112211 1519 31(\)14 3(1)6 2 0 0 0
1 kP 185 112;21 9(51 2128 2(7)3 ZSL 0 0 0
1 EQ 189 ?Z;l 9(135 QIE\IS 2C7)8 § 0 0 0
! ER 217 ??711 1(519 31(\)I4 3(1)6 g 0 0 0
! EU 185 rféol;%l 9((;1 2128 2('?3 ZSL 0 0 0
! EV 189 rféolgil 9(135 2?3 2(7)8 g 0 0 0
! EW 217 111?5?711 1(519 31(\)14 3?6 g 0 0 0
1 EZ 185 E‘Zgg 9%1 2128 2(7)3 ZSL 0 0 0
! Fa 189 ?Zt;{l 9(135 2?3 2(7)8 g 0 0 0
1 Eb 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
L Ee 185 ?Zt;él 9%1 2128 2(7)3 i 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 Bt 189 fi;l 9C135 21213 2?8 E 0 0 0
1 ke 217 ?ggil 1(519 31(\)I4 3(1)6 g 0 0 0
1 L 185 fZZZI 931 21:1]8 2(7)3 zSL 0 0 0
1 Ek 189 ?Zt;il 9(1j5 2?3 2(7)8 g 0 0 0
1| H 27| ok a0n a1 s ! ! !
! Fo 189 Iljztzaél 931 2128 2(7)3 zSL 0 0 0
L] Ep 189 ?Z;l 9(1j5 2?3 2C7)8 g 0 0 0
1| Ea 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
L Bt 185 112;31 9(51 2128 2(7)3 zSL 0 0 0
1| Bu 189 1 o1 23 078 o 0 0 0
! B 217 112211 1519 3154 3(1)6 2 0 0 0
1 By 185 ?Zgz’l 9(51 2128 2(7)3 zSL 0 0 0
1 ke 189 11‘21;1 9(135 21;]3 2C7)8 § 0 0 0
! k1 217 ??711 10(319 31(\)14 3(1)6 g 0 0 0
! k4 185 r{éol;%l 9(51 2128 2('?3 ZSL 0 0 0
! E5 189 rféolgil 9(135 2?3 2(7)8 g 0 0 0
! E6 217 1112?711 1(519 31(\)I4 3(1)6 g 0 0 0
1 FA 185 E‘Zgg 9%1 2128 2(7)3 ZSL 0 0 0
1 FB 189 F{Zt;{l 9(135 21§3 2(7)8 g 0 0 0
1 FC 217 ?Zt;ll 1(519 31(\)14 3(1)6 g 0 0 0
1 FE 185 E‘Zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 FG 189 ?i;l 9C135 21213 2?8 E 0 0 0
1 FH 217 ?(3)’;11 1(519 31(\)I4 3(1)6 g 0 0 0
1 FK 185 fzgaél 951 211\118 2(7)3 ZSL 0 0 0
1 FL 189 qu(é)l;l 9(135 21213 2(7)8 g 0 0 0
L] M 27| ok a0n a1 s ! ! !
1 P 185 ?thaél 951 2128 2(7)3 ZSL 0 0 0
L] FQ 189 ?Z;l 9(1j5 2?3 2C7)8 g 0 0 0
L] IR 27T 0 a1 a6 s 0 0 ;
1 kU 185 112;31 9(51 2128 2(7)3 ZSL 0 0 0
L B 189 1 o1 23 078 o 0 0 ;
1 W 217 ?gt?zl 1(519 31(\)14 3(1)6 2 0 0 0
1 Fz 185 ?Zgél 9(51 214\58 2(7)3 ZSL 0 0 0
! Fa 189 11‘21;1 9(135 21;]3 2C7)8 § 0 0 0
! Fb 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
L ke 185 ?ZZZI 9((;1 2128 2(7)3 zSL 0 0 0
! Fi 189 ?Zgil 9(135 21§3 2(7)8 g 0 0 0
L Fe 217 ?6);11 1519 31(\)I4 3(1)6 g 0 0 0
1 k) 185 fﬁit{él 9%1 2128 2(7)3 zSL 0 0 0
1 Fle 189 1112)65?1 9(135 21§3 2(7)8 g 0 0 0
1 Fl 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
L Fo 185 ?Zt;él 9%1 2128 2(7)3 i 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 Fp 189 ?ﬁl 9(135 2?3 2(7)8 g 0 0 0
L Fa 217 ?ggil 1(519 31(\)I4 3(1)6 g 0 0 0
1 Ft 185 fzgaél 951 211\118 2(7)3 ZSL 0 0 0
L Fu 189 ?311;1 9(1j5 2?3 2(7)8 g ! ! ;
o 27| ok a0n a1 s ! ! !
1 Fy 185 Iljztzaél 931 2128 2(7)3 zSL 0 0 0
L] 2 189 1 o1 23 078 3 0 0 !
L 27T 0 a1 a6 s 0 0 ;
1 b 185 ?Zgg 9(51 2128 2(7)3 ZSL 0 0 0
L] 189 1 o1 23 078 o 0 0 ;
1 k6 217 112211 1(519 31(\)14 3(1)6 2 0 0 0
1 GA 185 ?Zgél 9(51 214\58 2(7)3 ZSL 0 0 0
1 GB 189 F{Z;l 9(135 215\}3 2C7)8 g 0 0 0
! GC 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
! GF 185 rféol;%l 9(51 2128 2('?3 ZSL 0 0 0
! GG 189 r{?lgil 9(135 21§3 2(7)8 g 0 0 0
! GH 217 1112211 1(519 31(\)14 3(1)6 g 0 0 0
1 GK 185 E‘Zgg 9%1 2128 2(7)3 ZSL 0 0 0
1 GL 189 111228{1 9(135 21§3 2(7)8 g 0 0 0
1 GM 217 ?gt;ll 1(519 31(\)14 3(1)6 g 0 0 0
1 GP 185 E‘Zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 GQ 189 F{Zgall 9(1}5 21213 2?8 E 0 0 0
1 GR 217 ?gt?il 1(519 31(\)14 3(1)6 g 0 0 0
1 GU 185 fzgaél 951 211\118 2(7)3 ZSL 0 0 0
1 GV 189 Tl‘(é)l);l 9(135 21213 2(7)8 g 0 0 0
vlaw | Do o s ! ! !
1 GZ 185 ?Zgaél 931 2128 2(7)3 ZSl 0 0 0
1| Ga 189 L o152 218 8 0 0 ;
L] Gb 27| ok s0a a1 s 0 0 0
! Ge 185 112;31 9(51 2128 2(7)3 zSL 0 0 0
L] o 189 L o152 218 o 0 0 0
1 Ge 217 112211 1519 3154 3(1)6 2 0 0 0
1 Gi 185 ?Zgz’l 9(51 2128 2(7)3 zSL 0 0 0
1 Gl 189 F{Zgil 9(135 215\)IS 2C7)8 g 0 0 0
! Gl 217 r{g;zl 1(519 31(\)14 3(1)6 g 0 0 0
L Go 185 ?ZZZI 9((;1 2128 2(7)3 zSL 0 0 0
! Gp 189 ?Zgil 9(135 2?3 2(7)8 g 0 0 0
! Gq 217 ?6);11 1519 31(\)I4 3(1)6 g 0 0 0
1 Gt 185 E‘Zgg 9%1 2128 2(7)3 ZSL 0 0 0
L Gu 189 ?Zt;{l 9(135 2?3 2(7)8 g 0 0 0
! Gv 217 ??711 1(519 31(\)I4 3(1)6 g 0 0 0
1 Gy 185 ?Zt;él 9%1 2128 2(7)3 i 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 Gz 189 fitﬁl 9(135 2?3 2(7)8 E 0 0 0
1 Gl 217 ?(Jit?il 1(519 31(\)14 3(1)6 g 0 0 0
1 G4 185 r]fzgaél 931 211\58 2(7)3 ZSL 0 0 0
1 G5 189 qu(é)l;l 9(1j5 21213 2(7)8 g 0 0 0
L] G6 27| ok a0n a1 s ! ! !
1 HA 185 ?thaél 951 2128 2(7)3 ZSl 0 0 0
L] HB 189 1 o1 23 078 3 ! ! !
1| HC 27T 0 a1 a6 s 0 ! ;
1 HE 185 ?Zgg 9(51 2128 2(7)3 ZSl 0 0 0
1| HG 189 1 o1 23 078 o ! ! ;
1 HH 217 ?ggzl 1(519 31(\)14 3(1)6 2 0 0 0
1 HK 185 F{Zgg 9(51 2128 2(7)3 ZSL 0 0 0
1 HL 189 F{Z;l 9(135 215\)13 2C7)8 § 0 0 0
! HM 217 ?2;11 1(519 31(\)14 3(1)6 g 0 0 0
! HP 185 ?Zgzl 9(51 2128 2(7)3 ZSL 0 0 0
! HQ 189 r{?lgil 9(135 21§3 2(7)8 g 0 0 0
! HR 217 1112?711 1(519 31(\)I4 3?6 g 0 0 0
1 HU 185 ?Zt;)’l 9%1 2128 2(7)3 ZSL 0 0 0
1 Hv 189 rlizgil 9(135 21§3 2(7)8 g 0 0 0
1 HW 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
1 Hz 185 ?Zt;él 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
L Ha 189 ?ﬁl 9(135 2?3 2(7)8 g 0 0 0
1 Hb 217 ?gt?il 1(519 31(\)14 3(1)6 g 0 0 0
L He 185 fZZZI 931 21:1]8 2(7)3 zSL 0 0 0
1 Hi 189 Tl‘(é)l);l 9(135 21213 2(7)8 g 0 0 0
1| He 207 ??711 1(519 31(\)I4 3(1)6 g 0 0 0
1 Hj 185 Iljztzaél 931 2128 2(7)3 zSL 0 0 0
1| Hk 189 L o152 218 8 0 0 ;
1] 27| ok s0a a1 s 0 0 0
! Ho 185 112;31 9(51 2128 2(7)3 zSL 0 0 0
L] Hp 189 1122? 9(135 21;3 2(7)8 g 0 0 0
1 Hq 217 112211 1519 3154 3(1)6 2 0 0 0
1 Ht 185 ?Zgél 9(51 2128 2C7)3 ZSL 0 0 0
1 Hu 189 11‘21;1 9(135 21;]3 2C7)8 § 0 0 0
! Hv 217 ??711 1519 31(\)14 3(1)6 g 0 0 0
! Hy 185 ?ZZZI 9((;1 2128 2(7)3 zSL 0 0 0
L Hz 189 ?Zgil 9(135 2?3 2(7)8 g 0 0 0
! Hi 217 112?711 1(519 31(\)14 3(1)6 g 0 0 0
1 Ha 185 E‘Zgg 9%1 2128 2(7)3 ZSL 0 0 0
1 H5 189 rl;zt;il 9(135 21§3 2(7)8 g 0 0 0
1 HG 217 ?gt;ll 1(519 31(\)14 3(1)6 g 0 0 0
1 1A 185 E‘Zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 1B 189 fztsil 9C115 21213 2?8 g 0 0 0
1 1C 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
1 IF 185 fzgaél 951 211\118 2(7)3 ZSL 0 0 0
1 1G 189 qu(é)l;l 9(1j5 21213 2(7)8 g 0 0 0
L] H 27| ok a0n a1 s ! ! !
1 IK 185 qu?lgzl 951 2128 2(7)3 ZSl 0 0 0
b L 189 1 o1 23 078 3 0 0 !
e 27T 0 a1 a6 s 0 0 ;
1 1P 185 ?Zgg 9(51 2128 2(7)3 ZSL 0 0 0
L9 189 1122? 9(135 21;3 2(7)8 g 0 0 0
1 IR 217 ?gt?zl 1(519 31(\)14 3(1)6 2 0 0 0
1 U 185 F{Zgg 9(51 2128 2(7)3 ZSL 0 0 0
1 v 189 F{Z;l 9(135 215\}3 2C7)8 g 0 0 0
! W 217 ??711 1029 31(\)14 3(1)6 g 0 0 0
! 1z 185 r{éol;%l 9((;1 2128 2('?3 ZSL 0 0 0
! la 189 ?Zgil 9(135 2?3 2(7)8 g 0 0 0
! Ib 217 112?711 1(519 31(\)I4 3(1)6 g 0 0 0
L le 185 fﬁit{él 9%1 2128 2(7)3 zSL 0 0 0
1 it 189 1112;1 9(135 21§3 2(7)8 g 0 0 0
! I 217 ??711 1(519 31(\)I4 3(1)6 g 0 0 0
1 I 185 ?Zt;él 9%1 2128 2(7)3 i 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 1k 189 fztsil 9C135 21213 2?8 g 0 0 0
1 1 217 fg;zl 1(519 31(\)I4 3(1)6 g 0 0 0
L o 185 fZZZI 931 21:1]8 2(7)3 zSL 0 0 0
L Ip 189 ?311;1 9(1j5 2?3 2(7)8 g ! ! ;
L] la 27| ok a0n a1 s ! ! !
L n 189 Iljztzaél 931 2128 2(7)3 zSL 0 ! 0
L] 189 1 o1 23 078 3 0 0 !
L W 27T 0 a1 a6 s 0 0 ;
1 ly 185 112;31 9(51 2128 2(7)3 zSL 0 0 0
L] Iz 189 1 o1 23 078 o 0 0 ;
1 n 217 ?gt?zl 1(519 31(\)14 3(1)6 2 0 0 0
1 14 185 ?Zgél 9(51 214\58 2(7)3 ZSL 0 0 0
1 15 189 ?Z;l 9(135 215\}3 2C7)8 g 0 0 0
! 16 217 ?2;11 10(319 31(\)14 3(1)6 g 0 0 0
! JA 185 r{éol;%l 9(51 2128 2('?3 ZSL 0 0 0
! B 189 rféolgil 9(135 2?3 2(7)8 g 0 0 0
! € 217 1112;11 1(519 31(\)14 3(1)6 g 0 0 0
1 ¥ 185 E‘Zgg 9%1 2128 2(7)3 ZSL 0 0 0
1 1G 189 F{Ztﬁl 9(135 21§3 2(7)8 g 0 0 0
1 JH 217 ??711 1(519 31(\)14 3(1)6 g 0 0 0
1 K 185 r{‘zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 L 189 fztsil 9C135 22]3 2?8 E 0 0 0
1 M 217 ?g;?ll 1(519 31(\)I4 3(1)6 g 0 0 0
1 P 185 fzgaél 951 211\118 2(7)3 ZSL 0 0 0
1 1Q 189 qu(é)l;l 9(;5 2?3 2(7)8 g 0 0 0
L] JR 27| ok a0n a1 s ! ! !
1 JU 185 qu?lgzl 931 2128 2(7)3 ZSl 0 0 0
L v 189 1 o1 23 078 3 0 0 ;
L W 27T 0 a1 a6 s 0 0 0
1 12 185 112;31 9(51 2128 2(7)3 ZSL 0 0 0
L] Ja 189 1 o1 23 078 o 0 0 0
1 b 217 112;11 1(519 31(\)14 3(1)6 2 0 0 0
1 Je 185 ?Zgz’l 9(51 2128 2(7)3 zSL 0 0 0
1 It 189 ?21;1 9(135 215\)13 2C7)8 g 0 0 0
! I8 217 ??711 1519 31(\)14 3(1)6 g 0 0 0
! 2 185 ?ZZZI 9((;1 2128 2(7)3 zSL 0 0 0
! Ik 189 rféolgil 9(135 2?3 2(7)8 g 0 0 0
! I 217 1112?711 1(519 31(\)14 3(1)6 g 0 0 0
L Jo 185 fﬁit{él 9%1 2128 2(7)3 zSL 0 0 0
1 p 189 ?Zt;{l 9(135 2?3 2(7)8 g 0 0 0
1 14 217 ??711 1(519 31(\)I4 3(1)6 g 0 0 0
1 It 185 E‘Zt;(lil 9%1 2128 2(7)3 ZSL 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
1 Ju 189 ?ﬁl 9(135 2?3 2(7)8 g 0 0 0
L v 217 ?ggil 1(519 31(\)I4 3(1)6 g 0 0 0
1 Ty 185 fZZZI 931 21:1]8 2(7)3 zSL 0 0 0
L 12 189 ?311;1 9(1j5 2?3 2(7)8 g ! ! ;
L i 27| ok a0n a1 s ! ! !
1 I 185 qu?lgzl 951 2128 2(7)3 ZSl 0 0 0
L 189 1 o1 23 078 3 0 0 !
L] I 27T 0 a1 a6 s 0 0 ;

e Molecule 2 is a RNA chain called 5-R(P*UP*UP*AP*AP*UP*AP*UP*UP*UP*UP*UP*
AP*UP*UP*UP*UP*U)-3".

Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
2 AD 17 T:),Ozltgl 1?7 i\é 1(2)9 112 0 0 0
2 Al 17 T?,Ozfgl 1?7 111\(13 1(2)9 11; 0 0 0
IR RN
2| A8 17 gozfgl 1?7 111\(; 1(2)9 12 0 0 0
2| AX 17 gozfgl 1?7 i\é 1(2)9 12 0 0 0
2| Ac 17 gozfgl 1?7 éll\tIB 1(2)9 12 0 0 0
2| Ab 17 gozfgl 1?7 zll\é 1(2)9 12 0 0 0
2| Am 17 gozfgl 1?7 }1\33 1(2)9 12 0 0 0
2 Ar 17 gozfgl 1(5]7 111\53 1(2)9 1P; 0 0 0
2 Aw 17 T:;,Ozltg 1 1(5]7 }1\(15 1(2)9 E 0 0 0
2 A2 17 T:;Ozltgl 1(5]7 411\(15 1C2)9 12 0 0 0

Continued on next page...
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Continued from previous page...

Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
2 AT 17 T?jgl 1?7 411\(15 1(2)9 11.; 0 0 0
2 BD 17 goigl 1?7 411\(13 1(2)9 11.; 0 0 0
2 Bl 17 T?,Ozfgl 1?7 111\(13 1(2)9 11.; 0 0 0
IR F P EEEEE
IR F T EEEEE
2| BX 17 gozfgl 137 zll\é 1(2)9 12 0 0 0
2| Be 17 gozfgl 1?7 éll\tIB 1(2)9 12 0 0 0
2| Bh 17 gozfgl 1?7 éll\é 1(2)9 12 0 0 0
2| Bm 17 gozfgl 1?7 }1\«]3 1(2)9 12 0 0 0
2| Br 17 gozfgl 1(537 ES 1(2)9 1P; 0 0 0
2 Bw 17 gozfgl 1(5]7 111\23 1(2)9 E 0 0 0
2 B2 17 T:;Ozfgl 1(537 111\(2 1(2)9 12 0 0 0
IR ST EEEEE
IR ST R
o v e h] o o |
IR ST R
IR ST R
IR ST REEEE
2 Ce 17 T:))Ozltgl 1(5]7 zll\é 1(2)9 1P; 0 0 0
o v oo h] o | o |
2 Cm 17 T:aozfgl 1(537 zll\é 1(2)9 E 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
2 Cr 17 Tz)?zltgl 1?7 411\(13 1(2)9 112 0 0 0
2 Cw 17 goigl 1?7 Eﬁ 1(2)9 112 0 0 0
2 2 17 T?,Ozfgl 1?7 }1\«]3 1(2)9 112 0 0 0
IEERFF T INEEEE
IR T EEEEE
2| DI 17 gozfgl 137 zll\é 1(2)9 12 0 0 0
2| DN 17 gozfgl 1?7 éll\tIB 1(2)9 12 0 0 0
2| DS 17 gozfgl 1?7 éll\é 1(2)9 12 0 0 0
2| DX 17 gozfgl 1?7 }1\«]3 1(2)9 12 0 0 0
2| De 17 gozfgl 1(537 ES 1(2)9 1P; 0 0 0
2 bh 17 T:;,Ozfgl 1(5]7 111\23 1(2)9 E 0 0 0
2 bm 17 gozfgl 1(5]7 }1\(2 1(2)9 1i 0 0 0
2 br 17 T;)oigl 1(5]7 411\(]5 1C2)9 E 0 0 0
2 Dw 17 T304t§Ll 1(;7 411\(15 1C2)9 E 0 0 0
IR TN
IRV EEE
IR TR
IR TN
IR TR
IR TN EEE
IR T N EEE

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
2 ke 17 Tz)?zltgl 1?7 411\(13 1(2)9 112 0 0 0
2 Eh 17 goigl 1?7 Eﬁ 1(2)9 12 0 0 0
2 Fm 17 T304t5Ll 1?7 411\(1) 1(2)9 112 0 0 0
2 Fr 17 T304ts;11 1?7 411\(; 1(2)9 11.; 0 0 0
2 Bw 17 T304t§Ll 1?7 411\(2 1(2)9 11.; 0 0 0
2| E2 17 gozfgl 137 zll\é 1(2)9 12 0 0 0
2| BT 17 gozfgl 1?7 éll\tIB 1(2)9 12 0 0 0
2 | FD 17 gozfgl 1?7 éll\é 1(2)9 12 0 0 0
2 H 17 gozfgl 1?7 }1\«]3 1(2)9 12 0 0 0
RN T K
2 FS 17 T:;,Ozfgl 1(5]7 111\23 1(2)9 E 0 0 0
2 LR 17 gozfgl 1(537 zll\is 1(2)9 E 0 0 0
2 Fe 17 T;)oigl 1(5]7 411\(]5 1C2)9 E 0 0 0
IERF TV INEEEE
2 Fm 17 T304t§Ll 1(;7 411\;5 1C2)9 ﬁr 0 0 0
2 Fr 17 goigl 1(5]7 zll\é 1(2)9 11?7 0 0 0
2 Fw 17 T304t§Ll 1?7 zll\é 1(2)9 1P7 0 0 0
IEERF P TV INEEEE
IEEERFF TV IREEEE
ICERF TV IREEEE
IR ST HEEEEE

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
2 GN 17 T?jgl 1?7 i\é 1(2)9 11.; 0 0 0
2 GS 17 goigl 1?7 Eﬁ 1(2)9 12 0 0 0
2 GX 17 T?,Ozfgl 1?7 }1\«]3 1(2)9 112 0 0 0
2 Ge 17 T304ts;11 1?7 411\(; 1(2)9 11.; 0 0 0
e v NS |
2| Gm 17 gozfgl 137 zll\é 1(2)9 12 0 0 0
2| Gr 17 gozfgl 1?7 éll\tIB 1(2)9 12 0 0 0
2| Gw 17 gozfgl 1?7 éll\é 1(2)9 12 0 0 0
2| G2 17 gozfgl 1?7 }1\«]3 1(2)9 12 0 0 0
2| 67 17 gozfgl 1(537 ES 1(2)9 1P; 0 0 0
2 HD 17 gozfgl 1(5]7 111\23 1(2)9 E 0 0 0
2 HI 17 gozfgl 1(5]7 zll\is 1(2)9 1P; 0 0 0
IR TV INEEEE
IDERF TV INEEEE
IR PV
2 He 17 goigl 1(5]7 zll\é 1(2)9 11?7 0 0 0
IDERFF TV INEEEE
2 Hm 17 T?jgl 1?7 zll\é 1(2)9 E 0 0 0
2 Hr 17 T:))Ozltgl 1(5]7 zll\é 1(2)9 1P; 0 0 0
2 Hw 17 Tgozfgl 1(537 zll\é 1(2)9 12 0 0 0
IGEEF P IV IR

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
2 HT 17 T?jgl 1?7 411\(15 1(2)9 11.; 0 0 0
2 1D 17 goigl 1?7 411\(13 1(2)9 11.; 0 0 0
2 1 17 T?,Ozfgl 1?7 111\(13 1(2)9 11.; 0 0 0
IEERE TP EEEEE
IRERF P EEEEE
2 X 17 goig 1 137 zll\é 1(2)9 12 0 0 0
2| e 17 gozfgl 1?7 éll\tIB 1(2)9 12 0 0 0
21 Th 17 gozfgl 1?7 éll\é 1(2)9 12 0 0 0
2| Im 17 gozfgl 1?7 }1\«]3 1(2)9 12 0 0 0
2| I 17 gozfgl 1(537 ES 1(2)9 1P; 0 0 0
2 Tw 17 gozfgl 1(5]7 111\23 1(2)9 E 0 0 0
2 12 17 T:;Ozfgl 1(537 111\(2 1(2)9 12 0 0 0
IR ST IEEEEE
IR ST R
IR ST EEEEE
o v e ah] o o |
IR ST EEEEE
IR ST R
2 Je 17 T:))Ozltgl 1(5]7 zll\é 1(2)9 1P; 0 0 0
IR ST REEEE
2 m 17 T:aozfgl 1(537 zll\é 1(2)9 E 0 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf | Trace
2 o 17 Tz)?zltgl 1?7 411\(13 1(2)9 112 0 0 0
2 W 17 goigl 1?7 Eﬁ 1(2)9 112 0 0 0
2 )2 17 T304f9al 1?7 411\(1) 1(2)9 11.; 0 0 0
IEAEEL S ST T INEEEE

e Molecule 3 is CALCIUM ION (three-letter code: CA) (formula: Ca).

Mol | Chain | Residues Atoms ZeroOcc | AltConf

3 It 1 Total Ca 0 0
1 1

3 U 1 Total Ca 0 0
1 1

3 CA 1 Total Ca 0 0
1 1

3 17 1 Total Ca 0 0
1 1

3 Fo 1 Total Ca 0 0
1 1

3 K 1 Total Ca 0 0
1 1

3 D7 1 Total Ca 0 0
1 1

3 Clo 1 Total Ca 0 0
1 1

3 Af 1 Total Ca 0 0
1 1

5 EF 1 Total Ca 0 0
1 1

5 IL 1 Total Ca 0 0
1 1

5 Cu4 1 Total Ca 0 0
1 1

5 Gt 1 Total Ca 0 0
1 1

5 DE 1 Total Ca 0 0
1 1

3 HF 1 Toltal Cla 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf

3 Be 1 Total Ca 0 0
1 1

3 AA 1 Total Ca 0 0
1 1

. Total Ca

3 Hj 1 1 1 0 0

5 JA 1 Total Ca 0 0
1 1

5 A4 1 Total Ca 0 0
1 1

5 D4 1 Total Ca 0 0
1 1

5 AL 1 Total Ca 0 0
1 1

5 7 1 Total Ca 0 0
1 1

5 DP 1 Total Ca 0 0
1 1

5 He 1 Total Ca 0 0
1 1

5 K 1 Total Ca 0 0
1 1

5 17 1 Total Ca 0 0
1 1

5 1P 1 Total Ca 0 0
1 1

3 BEU 1 Total Ca 0 0
1 1

3 AF 1 Total Ca 0 0
1 1

3 o7 1 Total Ca 0 0
1 1

3 Ek 1 Total Ca 0 0
1 1

3 Bo 1 Total Ca 0 0
1 1

3 DK 1 Total Ca 0 0
1 1

3 DF 1 Total Ca 0 0
1 1

3 | GA | Toltal Cla 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf
3 DU 1 Total Ca 0 0
1 1
3 Ao 1 Total Ca 0 0
1 1
Total Ca
3 Jy 1 1 1 0 0
5 cU 1 Total Ca 0 0
1 1
5 Co 1 Total Ca 0 0
1 1
i Total Ca
3 Gj 1 1 1 0 0
5 Bt 1 Total Ca 0 0
1 1
5 Cy 1 Total Ca 0 0
1 1
5 BU 1 Total Ca 0 0
1 1
) Total Ca
3 Aj 1 1 1 0 0
5 1P 1 Total Ca 0 0
1 1
5 FF 1 Total Ca 0 0
1 1
5 op 1 Total Ca 0 0
1 1
3 DA 1 Total Ca 0 0
1 1
3 AT 1 Total Ca 0 0
1 1
3 He 1 Total Ca 0 0
1 1
3 a7 1 Total Ca 0 0
1 1
3 EK 1 Total Ca 0 0
1 1
3 To 1 Total Ca 0 0
1 1
3 Ct 1 Total Ca 0 0
1 1
3 | Bz | Toltal Cla 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf

3 Fp 1 Total Ca 0 0
1 1

3 Bk 1 Total Ca 0 0
1 1

3 ap 1 Total Ca 0 0
1 1

5 AP 1 Total Ca 0 0
1 1

5 I 1 Total Ca 0 0
1 1

5 Ft 1 Total Ca 0 0
1 1

5 At 1 Total Ca 0 0
1 1

5 B5 1 Total Ca 0 0
1 1

5 R 1 Total Ca 0 0
1 1

5 BF 1 Total Ca 0 0
1 1

5 BQ 1 Total Ca 0 0
1 1

5 I 1 Total Ca 0 0
1 1

5 e 1 Total Ca 0 0
1 1

3 HK 1 Total Ca 0 0
1 1

3 a1 1 Total Ca 0 0
1 1

3 Al 1 Total Ca 0 0
1 1

3 F7 1 Total Ca 0 0
1 1

3 A7 1 Total Ca 0 0
1 1

3 Ho 1 Total Ca 0 0
1 1

3 BK 1 Total Ca 0 0
1 1

3 If | Toltal Cla 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf

3 a4 1 Total Ca 0 0
1 1

3 14 1 Total Ca 0 0
1 1

] Total Ca

3 Jj 1 1 1 0 0

5 Fy 1 Total Ca 0 0
1 1

5 Je 1 Total Ca 0 0
1 1

5 IA 1 Total Ca 0 0
1 1

5 Ip 1 Total Ca 0 0
1 1

5 GF 1 Total Ca 0 0
1 1

) Total Ca

3 Dj 1 1 1 0 0

5 Ep 1 Total Ca 0 0
1 1

5 Dy 1 Total Ca 0 0
1 1

5 HA 1 Total Ca 0 0
1 1

5 Dt 1 Total Ca 0 0
1 1

3 H4 1 Total Ca 0 0
1 1

3 Jo 1 Total Ca 0 0
1 1

3 Go 1 Total Ca 0 0
1 1

3 K 1 Total Ca 0 0
1 1

3 BB 1 Total Ca 0 0
1 1

3 JU 1 Total Ca 0 0
1 1

3 17 1 Total Ca 0 0
1 1

3 | Do | Toltal Cla 0 0

Continued on next page...
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Mol | Chain | Residues Atoms ZeroOcc | AltConf
3 Io 1 Total Ca 0 0
1 1
3 Tk 1 Total Ca 0 0
1 1
3 CK 1 Total Ca 0 0
1 1
5 Geo 1 Total Ca 0 0
1 1
5 U 1 Total Ca 0 0
1 1
5 FA 1 Total Ca 0 0
1 1
5 Bt 1 Total Ca 0 0
1 1
5 P 1 Total Ca 0 0
1 1
5 FA 1 Total Ca 0 0
1 1
5 Fo 1 Total Ca 0 0
1 1
5 HU 1 Total Ca 0 0
1 1
) Total Ca
3 I 1 1 1 0 0
) Total Ca
3 Cj 1 1 1 0 0
3 Hy 1 Total Ca 0 0
1 1
3 Fo 1 Total Ca 0 0
1 1
3 By 1 Total Ca 0 0
1 1
3 QU 1 Total Ca 0 0
1 1
3 o 1 Total Ca 0 0
1 1
3 o 1 Total Ca 0 0
1 1
3 BC 1 Total Ca 0 0
1 1
Total Ca
3 It 1 1 1 0 0
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3 Residue-property plots (i)

MolProbity and EDS were not executed - this setion will therefore be empty.


http://wwpdb.org/ValidationPDFNotes.html#h.fmehr2ap71lr
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4 Data and refinement statistics (i)
EDS was not executed - this section will therefore be incomplete.
Property Value Source
Space group P1211 Depositor
Cell constants 411.74A  403.90A 412.46A .
Depositor
a, b, ¢, a, 3,7y 90.00° 89.65° 90.00°
Resolution (A) 50.01 — 2.90 Depositor
7 Data completeness 74.9 (50.01-2.90) Depositor
(in resolution range)
Rinerge 0.14 Depositor
Rsym (Not available) Depositor
<I/o(I)>" 2.99 (at 2.91A) Xtriage
Refinement program CNS 1.3 Depositor
R, Rfree 0.251 , 0.285 Depositor
Wilson B-factor (A?) 45.5 Xtriage
Anisotropy 0.138 Xtriage
0.025 for -1,k,h
0.034 for -h,-1,-k
0.024 for -h,Lk
0.044 for -k,-h,-1
0.024 for k,h,-1
Estimated twinning fraction 0.017 for -1,-h.k Xtriage
0.030 for -k,l,-h
0.038 for 1,h )k
0.027 for k,-1-h
0.035 for h,-k,-1
0.030 for -1,-k,-h
L-test for twinning <|L|>=0.39, < L?>=0.22 Xtriage
Outliers 0 of 2217465 reflections Xtriage
Total number of atoms 588120 wwPDB-VP
Average B, all atoms (A?) 73.0 wwPDB-VP

Xtriage’s analysis on translational NCS is as follows: The largest off-origin peak in the Patterson
function is 1.47% of the height of the origin peak. No significant pseudotranslation is detected.

Intensities estimated from amplitudes.


http://wwpdb.org/ValidationPDFNotes.html#dataRefinementStats
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5 Model quality (i)

5.1 Standard geometry (i)

MolProbity was not executed - this section will therefore be empty.

5.2 Close contacts (i)

MolProbity was not executed - this section will therefore be empty.

5.3 Torsion angles

5.3.1 Protein backbone (i)

MolProbity was not executed - this section will therefore be empty.

5.3.2 Protein sidechains (1)

MolProbity was not executed - this section will therefore be empty.

5.3.3 RNA (D

MolProbity was not executed - this section will therefore be empty.

5.4 Non-standard residues in protein, DNA, RNA chains (i)

validation-pack was not executed - this section will therefore be empty.

5.5 Carbohydrates (i)

validation-pack was not executed - this section will therefore be empty.

5.6 Ligand geometry (i)

validation-pack was not executed - this section will therefore be empty.

5.7 Other polymers (i)

validation-pack was not executed - this section will therefore be empty.

WORLDWIDE

PROTEIN DATA BANK


http://wwpdb.org/ValidationPDFNotes.html#h.nix4wpqb51w3
http://wwpdb.org/ValidationPDFNotes.html#h.qvc5tbdzdm7o
http://wwpdb.org/ValidationPDFNotes.html#h.shu6hrz6hdk9
http://wwpdb.org/ValidationPDFNotes.html#h.jzlrq3nyii7k
http://wwpdb.org/ValidationPDFNotes.html#h.wukab16u9ff
http://wwpdb.org/ValidationPDFNotes.html#h.m3sb0sf1jf42
http://wwpdb.org/ValidationPDFNotes.html#h.cdia527f7fwo
http://wwpdb.org/ValidationPDFNotes.html#h.cdia527f7fwo
http://wwpdb.org/ValidationPDFNotes.html#h.cdia527f7fwo
http://wwpdb.org/ValidationPDFNotes.html#h.cdia527f7fwo
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5.8 Polymer linkage issues

There are no chain breaks in this entry.
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6 Fit of model and data (i)

6.1 Protein, DNA and RNA chains (i)

EDS was not executed - this section will therefore be empty.

6.2 Non-standard residues in protein, DNA, RNA chains (i)

EDS was not executed - this section will therefore be empty.

6.3 Carbohydrates (i)

EDS was not executed - this section will therefore be empty.

6.4 Ligands (i)

EDS was not executed - this section will therefore be empty.

6.5 Other polymers (i)

EDS was not executed - this section will therefore be empty.


http://wwpdb.org/ValidationPDFNotes.html#h.l5atkha42khp
http://wwpdb.org/ValidationPDFNotes.html#h.q689e5ptm5x8
http://wwpdb.org/ValidationPDFNotes.html#h.kym9nh1j9imb
http://wwpdb.org/ValidationPDFNotes.html#h.4bvim6byo1m0
http://wwpdb.org/ValidationPDFNotes.html#h.4bvim6byo1m0
http://wwpdb.org/ValidationPDFNotes.html#h.4bvim6byo1m0
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